Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.044; wR factor = 0.122; data-toparameter ratio = 14.5.
In the title ethanol solvate, C 29 H 20 Cl 2 N 2 OÁC 2 H 5 OH, the quinolinyl residues form a dihedral angle of 46.41 (4) with each other, and each is inclined [C p -C-C O and C C-C-C p (p = pyridyl) torsion angles = 54.8 (2) and 144. 44 (19) , respectively] with respect to the almost planar bridging prop-2-en-1-one residue [O C-C C torsion angle = À4. 1 (3) ]. The ethanol solvent molecule is disordered over two positions of equal occupancy and is located close to a centre of inversion. These molecules reside in cavities defined by the organic molecules, which are connected into a three-dimensional architecture by C-HÁ Á ÁCl, C-HÁ Á ÁO and C-HÁ Á ÁN interactions, as well as -contacts [inter-centroid distances = 3.5853 (10) and 3.8268 (11) Å ], each involving pyridyl rings. 
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Comment
Quinoline analogues, including chalcones, have gained much attention due to their bio-activities such as anti-bacterial, anti-fungal, anti-malarial and anti-cancer activities (Joshi et al., 2011; Prasath et al., 2013a) . It was in this connection that the title compound, (I), was investigated.
The terminal quinolinyl residues in (I), Fig. 1 , are inclined to each other forming a dihedral angle of 46.41 (4)°. The bridge between these, i.e. the prop-2-en-1-one residue, is planar as seen in the O1-C17-C18-C19 torsion angle of -4.1 (3)°. Each quinolinyl fused ring system is inclined to the central plane: the C9-C8-C17-O1 and C18-C19-C20-C21 torsion angles are 54.8 (2) and 144.44 (19)°, respectively. The phenyl ring is inclined to the pyridyl ring to which it is attached, forming a dihedral angle of 46.28 (9)°. The conformation about the C18═C19 bond [1.337 (3) Å] is
E.
In a closely related compound, (2E)-3-(2-chloro-8-methylquinolin-3-yl)-1-(5,7-dimethylquinolin-6-yl)πrop-2-en-1-one (Prasath et al. 2013b) , the orientation of the N2-quinolinyl residue is to the other side of the molecule to that found in (I); the pyridyl-nitrogen atoms may be considered syn in (I).
The quiniolinyl molecules are connected by C-H···Cl, O and N interactions, Table 1 
Experimental
A mixture of 3-acetyl-6-chloro-2-methyl-4-phenylquinoline (300 mg, 0.001 M) and 2-chloro-7-methylquinoline-3-carbaldehyde (200 mg, 0.001 M) in methanol (20 ml) containing potassium hydroxide (0.2 g) was stirred at room temperature for 12 h. Then the reaction mixture was neutralized with dilute acetic acid and the solid that formed was filtered off, washed with distilled ethanol to remove excess of water (from dilute acetic acid), dried and purified by column chromatography using an ethyl acetate-hexane (4:1) mixture to afford compound (I). Re-crystallization was by slow evaporation of its acetone solution, which yielded prisms in 87% yield; M.pt: 453-455 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-0.98 Å, U iso (H) = 1.2-1.5U eq (C)] and were
included in the refinement in the riding model approximation. The oxygen-bound H-atoms were treated similarly with O -H = 0.84 Å, and with U iso (H) = 1.5U eq (O)]. A disordered ethanol molecule of solvation was found towards the final stages of the refinement. Two positions of half-weight were resolved and these are disordered over a centre of inversion.
The 1,2-and 1,3-distances were refined with distance restraints of 1.500 (5) refined with individual anisotropic displacement parameters but these were constrained to be nearly isotropic (ISOR command in SHELXL97) . Owing to poor agreement, the (0 1 0) reflection was omitted from the final refinement. (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
Computing details
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 70% probability level. The disordered ethanol molecule is not shown. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0227 (6) −0.0113 (6) 0.0035 (6) −0.0095 (5) N1 0.0222 (7) 0.0186 (7) 0.0220 (7) −0.0057 (6) −0.0024 (6) −0.0034 (6) N2 0.0197 (7) 0.0217 (7) 0.0190 (7 (7) 0.0001 (7) −0.0062 (7 Symmetry codes: (i) x−1, y, z; (ii) x, y+1, z; (iii) −x+1, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
